
第
70
回
　
日
本
生
物
工
学
会
大
会
　
２
０
１
８
　
ト
ピ
ッ
ク
ス
集	

２
０
１
８
年
９
月
５
日
～
７
日	

大
阪
府 

関
西
大
学
　
千
里
山
キ
ャ
ン
パ
ス

第70回（平成30年）

日本生物工学会大会
トピックス集

会 期 2018 年 9月 5日（水）～ 7日（金）

会 場 関西大学 千里山キャンパス

公益社団法人 日本生物工学会



 

1 
 

第 70 回日本生物工学会大会 トピックス集 目次 
 

 ··················································································································· p. 5
 

＜トピックス要旨 （一般講演番号/一般講演タイトル/講演者/所属）＞ 

 

【脂質工学／食品科学, 食品工学】 

1Cp12  C 1 15:54 4 3 2  ······································································ p. 7 

 1,  2,  2,  1,  3,  1,  3 
1 , 2 , 3  

 
【抗体工学】 

1Dp01  D 1 13:30 4 3 1  ······································································ p. 9 

 1,3,  2,  1,3 
1iBody( ), 2 , 3  

 
【ペプチド工学／核酸工学／植物細胞工学, 組織培養, 育種工学】 

1Ep04  E 1 14:06 4 2 1  ····································································· p. 11 

 1,  1,  2,  2,  1,3 
1 , 2 , 3  

 
1Ep11  E 1 15:42 4 2 1  ····································································· p. 13 

 1,  1,  2,  3,  4,  4 
1 , 2 , 3 , 4  

 
【生物化学工学／培養工学／バイオプロセス】 

1Fp05  F 1 14:18 4 2 1  ····································································· p. 15 

 1,  2,  1,  1,  1,  1 
1 , 2  

 
2Ep11  E 2 16:18 4 2 1  ····································································· p. 17 

 1,  2,  2,  1,2 
1 , 2  

 
2Fa05  F 2 9:48 4 2 1  ········································································ p.19 

 Aspergillus oryzae  

 1,  2,  1,  1,  3,  1,2 
1 , 2 , 3  

1 , 2  
 

  

2 
 

2Fp11  F 2 16:18 4 2 1  ······································································ p. 21 

 1,  2,  1 
 

3Ea01  E 3 9:00 4 2 1  ······································································· p. 23 

 ,   

 
 

【遺伝子工学】 

1Gp16  G 1 16:54 4 2 2  ···································································· p. 25 

 ,   

 
 

2Ga03  G 2 9:24 4 2 2  ······································································· p.27 

 1,  2,  3,  3,  1 
1 , 2 , 3  

 
【バイオマス, 資源, エネルギー工学】 

1Hp09  H 1 15:18 4 2 2  ···································································· p. 29 

 1,  2,  3,  1,  4 
1 , 2 , 3 , 4 T-  

 
2Ha06  H 2 10:00 4 2 2  ····································································· p. 31 

 1,  2,  1,  1,  1,  3, 

  3,  3,  3,  1,  1,  1 
1Biomaterial in Tokyo, 2 , 3  

 
3Ga02  G 3 9:12 4 2 2  ······································································ p. 33 

 1,4,  1,  1,  1,  1,  2,  3 
1 , 2 , 3 , 4  

 
【発酵生理学, 発酵工学/代謝工学/オミクス解析】 

1Jp04  J 1 14:06 4 2 3  ······································································ p. 35 

 1,  1,  2,  3,  3 
1 , 2 , 3  

 
 
 
 
 



 

1 
 

第 70 回日本生物工学会大会 トピックス集 目次 
 

 ··················································································································· p. 5
 

＜トピックス要旨 （一般講演番号/一般講演タイトル/講演者/所属）＞ 

 

【脂質工学／食品科学, 食品工学】 

1Cp12  C 1 15:54 4 3 2  ······································································ p. 7 

 1,  2,  2,  1,  3,  1,  3 
1 , 2 , 3  

 
【抗体工学】 

1Dp01  D 1 13:30 4 3 1  ······································································ p. 9 

 1,3,  2,  1,3 
1iBody( ), 2 , 3  

 
【ペプチド工学／核酸工学／植物細胞工学, 組織培養, 育種工学】 

1Ep04  E 1 14:06 4 2 1  ····································································· p. 11 

 1,  1,  2,  2,  1,3 
1 , 2 , 3  

 
1Ep11  E 1 15:42 4 2 1  ····································································· p. 13 

 1,  1,  2,  3,  4,  4 
1 , 2 , 3 , 4  

 
【生物化学工学／培養工学／バイオプロセス】 

1Fp05  F 1 14:18 4 2 1  ····································································· p. 15 

 1,  2,  1,  1,  1,  1 
1 , 2  

 
2Ep11  E 2 16:18 4 2 1  ····································································· p. 17 

 1,  2,  2,  1,2 
1 , 2  

 
2Fa05  F 2 9:48 4 2 1  ········································································ p.19 

 Aspergillus oryzae  

 1,  2,  1,  1,  3,  1,2 
1 , 2 , 3  

1 , 2  
 

  

2 
 

2Fp11  F 2 16:18 4 2 1  ······································································ p. 21 

 1,  2,  1 
 

3Ea01  E 3 9:00 4 2 1  ······································································· p. 23 

 ,   

 
 

【遺伝子工学】 

1Gp16  G 1 16:54 4 2 2  ···································································· p. 25 

 ,   

 
 

2Ga03  G 2 9:24 4 2 2  ······································································· p.27 

 1,  2,  3,  3,  1 
1 , 2 , 3  

 
【バイオマス, 資源, エネルギー工学】 

1Hp09  H 1 15:18 4 2 2  ···································································· p. 29 

 1,  2,  3,  1,  4 
1 , 2 , 3 , 4 T-  

 
2Ha06  H 2 10:00 4 2 2  ····································································· p. 31 

 1,  2,  1,  1,  1,  3, 

  3,  3,  3,  1,  1,  1 
1Biomaterial in Tokyo, 2 , 3  

 
3Ga02  G 3 9:12 4 2 2  ······································································ p. 33 

 1,4,  1,  1,  1,  1,  2,  3 
1 , 2 , 3 , 4  

 
【発酵生理学, 発酵工学/代謝工学/オミクス解析】 

1Jp04  J 1 14:06 4 2 3  ······································································ p. 35 

 1,  1,  2,  3,  3 
1 , 2 , 3  

 
 
 
 
 



 

3 
 

1Jp11  J 1 15:42 4 2 3  ······································································· p.37 

 ,  ,   

&  
 

1Kp10  K 1 15:30 4 2 3  ···································································· p. 39 

 1,  1,  2,  3,  3,  1 
1 , 2 , 3  

 
2Jp07  J 2 15:30 4 2 3  ······································································ p. 41 

 1,  1,  2,  2,  3,  3 
1 , 2 ( ) , 3  

 

2Ka02  K 2 9:12 4 2 3  ······································································ p. 43 

 ,  ,  ,  ,  ,  ,   

 
 

【バイオセンシング, 分析化学／センサー, 計測工学】 

1Lp01  L 1 13:30 4 2 3  ····································································· p. 45 

 1, Jaewook Lee2, Oluwasesan Adegoke2,  1,2 
1 , 2  

 
【酵素学, 酵素工学】 

1Mp02  M 1 13:42 4 2 3  ··································································· p. 47 

 1,  1,  2,  3,  3,  4,  5,  1,2 
1 , 2 , 3 , 4 , 5  

 
1Mp10  M 1 15:30 4 2 3  ··································································· p. 49 

 1,  1,  1,2,  3 
1 , 2JST CREST, 3  

 

1Mp14  M 1 16:30 4 2 3  ···································································· p.51 

 ,  ,  ,   

 
 
 
 
 
 
 

  

4 
 

【生体医用工学／セル&ティッシュエンジニアリング】 

1Op15  O 1 16:42 4 2 4  ···································································· p. 53 

 ,  ,   

 
 

【醸造学, 醸造工学】 

2Da07  D 2 10:24 4 3 1  ····································································· p. 55 

 1,  2,  2,  1 
1 , 2  

 
2Da11  D 2 11:12 4 3 1  ····································································· p. 57 

 1,  1,  2,  3,  3,  1 
1 , 2 , 3  

 
【タンパク質工学】 

2Ia11  I 2 11:12 4 2 3  ······································································· p. 59 

 1,  2,   2,  1,  1,  3,4,  1,4 
1 , 2 , 3 , 4  

 
【糖鎖工学／生合成, 天然物化学】 

2La03  L 2 9:24 4 2 3  ······································································· p. 61 

 1,  2, Eltigani Sara3,  2,  2,  4,  5,  2 
1 , 2 , 3 , 4 CoRE, 5  

 
【タンパク質工学／生体情報工学, バイオインフォマティクス／システムバイオロジー】 

2Ip10  I 2 16:06 4 2 3  ······································································· p. 63 

 1,  1,  1,  1,  1,  2,  1 
1NITE NBRC, 2 CSRS  



 

3 
 

1Jp11  J 1 15:42 4 2 3  ······································································· p.37 

 ,  ,   

&  
 

1Kp10  K 1 15:30 4 2 3  ···································································· p. 39 

 1,  1,  2,  3,  3,  1 
1 , 2 , 3  

 
2Jp07  J 2 15:30 4 2 3  ······································································ p. 41 

 1,  1,  2,  2,  3,  3 
1 , 2 ( ) , 3  

 

2Ka02  K 2 9:12 4 2 3  ······································································ p. 43 

 ,  ,  ,  ,  ,  ,   

 
 

【バイオセンシング, 分析化学／センサー, 計測工学】 

1Lp01  L 1 13:30 4 2 3  ····································································· p. 45 

 1, Jaewook Lee2, Oluwasesan Adegoke2,  1,2 
1 , 2  

 
【酵素学, 酵素工学】 

1Mp02  M 1 13:42 4 2 3  ··································································· p. 47 

 1,  1,  2,  3,  3,  4,  5,  1,2 
1 , 2 , 3 , 4 , 5  

 
1Mp10  M 1 15:30 4 2 3  ··································································· p. 49 

 1,  1,  1,2,  3 
1 , 2JST CREST, 3  

 

1Mp14  M 1 16:30 4 2 3  ···································································· p.51 

 ,  ,  ,   

 
 
 
 
 
 
 

  

4 
 

【生体医用工学／セル&ティッシュエンジニアリング】 

1Op15  O 1 16:42 4 2 4  ···································································· p. 53 

 ,  ,   

 
 

【醸造学, 醸造工学】 

2Da07  D 2 10:24 4 3 1  ····································································· p. 55 

 1,  2,  2,  1 
1 , 2  

 
2Da11  D 2 11:12 4 3 1  ····································································· p. 57 

 1,  1,  2,  3,  3,  1 
1 , 2 , 3  

 
【タンパク質工学】 

2Ia11  I 2 11:12 4 2 3  ······································································· p. 59 

 1,  2,   2,  1,  1,  3,4,  1,4 
1 , 2 , 3 , 4  

 
【糖鎖工学／生合成, 天然物化学】 

2La03  L 2 9:24 4 2 3  ······································································· p. 61 

 1,  2, Eltigani Sara3,  2,  2,  4,  5,  2 
1 , 2 , 3 , 4 CoRE, 5  

 
【タンパク質工学／生体情報工学, バイオインフォマティクス／システムバイオロジー】 

2Ip10  I 2 16:06 4 2 3  ······································································· p. 63 

 1,  1,  1,  1,  1,  2,  1 
1NITE NBRC, 2 CSRS  



 

5 
 

日本生物工学会 2018 年度 受賞者一覧 
■第 37 回 生物工学賞 A1Aa02 第 1 日 10:05 A 会場 (第 2 学舎 4 号館 1 階) 

浅野 泰久  
 

■第 12 回 生物工学功績賞 A1Aa03 第 1 日 10:40 A 会場 (第 2 学舎 4 号館 1 階)  
清水 浩  

 
■第 12 回 生物工学功労賞 A1Aa01 第 1 日 9:55 A 会場 (第 2 学舎 4 号館 1 階) 

滝澤 昇  
 JABEE 」a 

■第 51 回 生物工学奨励賞（江田賞） A2Cp01 第 2 日 13:30 C 会場 (第 4 学舎 3 号館 2 階) 
浅野 静 ( )  

 
■第 54 回 生物工学奨励賞（斎藤賞） A2Mp01 第 2 日 13:30 M 会場 (第 4 学舎 2 号館 3 階) 

本田 孝祐  
 

■第 41 回 生物工学奨励賞（照井賞） A2Fp01 第 2 日 13:30 F 会場 (第 4 学舎 2 号館 1 階) 
井藤 彰  

 
■第 27 回 生物工学技術賞 A1Aa04 第 1 日 11:10 A 会場 (第 2 学舎 4 号館 1 階)  

佐藤 俊輔 1・有川 尚志 1・小林 新吾 1・藤木 哲也 1・松本 圭司 2 1( ) 2  
 PHBH  

■第 15 回 生物工学アジア若手賞 
   (Young Asian Biotechnologist Prize)  

A2Hp01 第 2 日 13:30 H 会場 (第 4 学舎 2 号館 2 階) 

Verawat Champreda (Director, National Center for Genetic Engineering and Biotechnology (BIOTEC), Thailand) 
Exploration of lignocellulose degrading enzymes from hidden bioresource for biorefinery and green industries」 

■第 7 回 生物工学アジア若手研究奨励賞 (The DaSilva Award)b 
Pau-Loke Show (Associate Professor, The University of Nottingham, Malaysia) 

Converting wastewater to bioenergy and bio-products using microalgae technology
■第 26 回 生物工学論文賞 b  

1 和田 圭介*・戸谷 吉博・坂野 聡美**・吉川 勝徳***・松田 史生・清水 浩 , * , ,  
** , , *** ,  
「13C-metabolic flux analysis for mevalonate-producing strain of Escherichia coli  
2 張 斯来 1*・伴 暁彦 1**・江原 直樹 1***・水谷 治 2****・田中 瑞己 1*****・新谷 尚弘 1・五味 勝也 1  1 ,  
2 , * , , ** , , *** , , **** , , ***** ,  
「Self-excising Cre/mutant lox marker recycling system for multiple gene integrations and consecutive gene deletions 
in Aspergillus oryzae」 
3 青井 議輝 1・金子 裕司 2*・常田 聡 2 （1 , 2 , * ,  
「pH-gradient ion-exchange microbial cell chromatography as a simple method for microbial separation」 
4 加藤 晃代 1,2*・永井 里美 1*・中野 秀雄 1  1 , 2 , * , iBody  /  
「N-terminal SKIK peptide tag markedly improves expression of difficult-to-express proteins in Escherichia coli and  
Saccharomyces cerevisiae」 
5 Le Gao*・秀瀬 涼太**・藤原 伸介 , * , Changchun University of Science and Technology, ** ,  
「Function of a thermophilic archaeal chaperonin is enhanced by electrostatic interactions with its targets」 
6 藤谷 将也 1・Noor Saika Huddin2*・河合 駿 1**・蟹江 慧 1・清田泰次郎 2・清水 一憲 1・本多 裕之 1・加藤 竜司 1  

1 , 2 , * , Google Malaysia, ** , ) 
「Morphology-based non-invasive quantitative prediction of the differentiation status of neural stem cells」 
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Verawat Champreda (Director, National Center for Genetic Engineering and Biotechnology (BIOTEC), Thailand) 
Exploration of lignocellulose degrading enzymes from hidden bioresource for biorefinery and green industries」 

■第 7 回 生物工学アジア若手研究奨励賞 (The DaSilva Award)b 
Pau-Loke Show (Associate Professor, The University of Nottingham, Malaysia) 

Converting wastewater to bioenergy and bio-products using microalgae technology
■第 26 回 生物工学論文賞 b  

1 和田 圭介*・戸谷 吉博・坂野 聡美**・吉川 勝徳***・松田 史生・清水 浩 , * , ,  
** , , *** ,  
「13C-metabolic flux analysis for mevalonate-producing strain of Escherichia coli  
2 張 斯来 1*・伴 暁彦 1**・江原 直樹 1***・水谷 治 2****・田中 瑞己 1*****・新谷 尚弘 1・五味 勝也 1  1 ,  
2 , * , , ** , , *** , , **** , , ***** ,  
「Self-excising Cre/mutant lox marker recycling system for multiple gene integrations and consecutive gene deletions 
in Aspergillus oryzae」 
3 青井 議輝 1・金子 裕司 2*・常田 聡 2 （1 , 2 , * ,  
「pH-gradient ion-exchange microbial cell chromatography as a simple method for microbial separation」 
4 加藤 晃代 1,2*・永井 里美 1*・中野 秀雄 1  1 , 2 , * , iBody  /  
「N-terminal SKIK peptide tag markedly improves expression of difficult-to-express proteins in Escherichia coli and  
Saccharomyces cerevisiae」 
5 Le Gao*・秀瀬 涼太**・藤原 伸介 , * , Changchun University of Science and Technology, ** ,  
「Function of a thermophilic archaeal chaperonin is enhanced by electrostatic interactions with its targets」 
6 藤谷 将也 1・Noor Saika Huddin2*・河合 駿 1**・蟹江 慧 1・清田泰次郎 2・清水 一憲 1・本多 裕之 1・加藤 竜司 1  

1 , 2 , * , Google Malaysia, ** , ) 
「Morphology-based non-invasive quantitative prediction of the differentiation status of neural stem cells」 
7 Suman C. Nath*・堀江 正信**・長森 英二***・紀ノ岡正博 , * , University of Calgary, ** , ,  
*** ,  
「Size- and time-dependent growth properties of human induced pluripotent stem cells in the culture of single aggregate」 

■第 7 回 生物工学学生優秀賞（飛翔賞）  
1 上原 千央 1Ka10 第 2 日 11:00 K 会場 (第 4 学舎 2 号館 3 階) 

  
」 

2 小川 雅人 3Ia06 第 3 日 9:24 I 会場 (第 4 学舎 2 号館 3 階) 
 

」a 
3 竹村 謙信 1Lp05 第 1 日 14:18 L 会場 (第 4 学舎 2 号館 3 階) 

 
- 」a 

4 上野 大心 1Ep16 第 1 日 16:54 E 会場 (第 4 学舎 2 号館 1 階) 
 

mRNA 」 
5 堀 采音 1Dp12 第 1 日 15:54 D 会場 (第 4 学舎 3 号館 1 階) 

 
」a 

6 眞榮田麻友美 3Ca06 第 3 日 9:48 C 会場 (第 4 学舎 3 号館 2 階) 
, ,  

」a 

) a  b  
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[1] Takagi R, et al.: Plos One, 11, e0160533 (2016) 

[2] Sasaki D, et al.: Sci. Rep., 8, 435 (2018) 

[3] Sasaki K, et al.: Plos One, 12, e0180991 (2017) 



 7 

In vitro�����������������

�����������������������

 
1* 2 2 1 3 1

3 
1  

2  
3  

657-8501 1-1 : 078-803-6462 
Fax: 078-803-6462 E-mail: sikengo@people.kobe-u.ac.jp 

 
 

� ��������������������������������������������

��������������������� �����������������������

����������������������������������� ���������

���������������������� in vivo��������������������

�������� ����in vitro�����������������������������

���� ��������� in vitro�������������(Kobe University Human Intestinal 

Microbiota Model [KUHIMM])�������������������������������

����������������  
 

1.� ���� 
 

1011-1012 cells/g-

Ulcerative colitis UC

 

in vitro UC

KUHIMM

1000

Bifidobacterium

 [1,2] UC

 

2.� ���������� 
 

(1) KUHIMM   

13 13

 

KUHIMM 8 Bio Jr. 8; ABLE, 

 [3]  

 

(2) DNA 16S   

DNA

SDS

DNA TE 

buffer  

16S rRNA V3-V4

PCR PCR MiSeq

Illumina

QIIME version 1.9.1  

KUHIMM

Aminex HPX-87H column  

 8 

3.  
 

(1) UC  

16S UC

KUHIMM

α

α

UC

KUHIMM

 

UC

KUHIMM DNA

Actinobacteria, Bacteroidetes, Firmicutes, 

Fusobacteria, Proteobacteria, Verrucomicrobia

Lachnospiraceae

UC

KUHIMM Lachnospiraceae

UC 1

Lachnospiraceae UC

 

 

 

1. Lachnospiraceae  

HS: healthy subject Feces: Culture: KUHIMM

**

P<0.05  

 

(2) UC  

KUHIMM

UC

30

KUHIMM UC

2  

 

 
2. KUHIMM  

** P<0.05  

 

Lachnospiraceae

KUHIMM Lachnospiraceae

 

 
4.  
 

KUHIMM UC

KUHIMM

T

KUHIMM

Lachnospiraceae

UC

 

UC Mayo score Partial 

mayo score Lachnospiraceae

UC

Lachnospiraceae

KUHIMM

 

 

[1] Takagi R, et al.: Plos One, 11, e0160533 (2016) 

[2] Sasaki D, et al.: Sci. Rep., 8, 435 (2018) 

[3] Sasaki K, et al.: Plos One, 12, e0180991 (2017) 



 9 

 � �� �� � ����������

����K���������������

 
1, 3 2 1,3 

1iBody , 2 , 3  
464-0814 1  

: 052-753-8654 Fax: 052-753-8654 E-mail: kato.teruyo@ibody.co.jp 

 
� �������������������������������������K������

�����������K������������� N ��� 4 �������� SKIK ����

���������������������������������������������

�������������������������������������1)�������

����������� IgG �������������� 2) ���������������

����������������������3) ���������������������

�������������������������� 
 

 

1.� ���� 
 

mRNA

 

N SKIK

[1] Ser-Lys-Ile-Lys

4 Met

2

[2] DNA

1  

 

 

 

 
1. SKIK  

 

mRNA

 

(mAb)

 

 

 

 

 

 10 

2.� ����S����� 
 
(1) 

IgG   

O157

SKIK

2  

 

E. coli
Wheat Germ

Cell Free Protein Synthesis

 
2.  

 

(2)  

SKIK

mRNA

 

 

3.� ����� 
 

(1) IgG  
IgG

ELISA

IgG

SKIK

 

 

(2)  
SKIK

T7 RNA

mRNA

3A  

mRNA

Western Blotting

SKIK

3B  

 

 

 

 

+    -SKIK

(A) Transcription (B) Translation

+    -

 
3. SKIK

 

(A) T7 RNA mRNA

 

(B) 
SDS-PAGE Western Blotting  

 
4.� ����� 
 

 

N 4

1) 

2) 

 

 

 

�����

�

[1] Ojima-Kato et al.: J. Biosci. Bioeng., 125, 124-130 

(2017) 

[2] Bivona, L. et al., Protein Expr Purif., 74, 248 (2010) 
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[1]� Agyei D, et al.: Food Bioprod. Process., 98, 244-256 

(2016) 

[2]� �� PCT/JP2018/017676 

[3]� �� 2010-222300 

[4]� Takeshita T, et al.: J. Biosci. Bioeng., 112(1), 92-97 

(2011) 
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